Trisaryl arsanes have been used in the synthesis of Osmium and Ruthenium cluster derivatives (Cullen et al., 1995; Shawkataly et al., 2010a, b). In continuation of our work on trisaryl arsanes, we report the synthesis and structure of title compound.
The asymmetric unit of title compound, C 36 H 27 As, contains two crystallographically independent molecules, A and B, with similar conformations. The two phenyl rings of each biphenyl unit are twisted slightly away from each other with dihedral angles of 6.0 (2), 27.7 (3) and 33.4 (2) in molecule A and 5.7 (3), 27.5 (2) and 33.0 (2) in molecule B. The As-bonded phenyl rings make dihedral angles of 54.9 (2), 76.0 (2) and 88.2 (2), with each other in molecule A, and 60.3 (2), 78.1 (2) and 79.5 (2) in molecule B. In the crystal, the molecules are stacked down the b axis. Weak intermolecular C-HÁ Á Á interactions stabilize the crystal structure. The crystal studied was a racemic twin, the refined ratio of twin components being 0.461 (7):0.539 (7) .
Related literature
For structures of related trisaryl arsane derivatives, see: Cullen et al. (1995) ; Shawkataly et al. (2010a,b) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986) .
Experimental
Crystal data Refinement R[F 2 > 2(F 2 )] = 0.045 wR(F 2 ) = 0.093 S = 1.01 11576 reflections 668 parameters 2 restraints H-atom parameters constrained Á max = 0.56 e Å À3 Á min = À0.75 e Å À3 Absolute structure: Flack (1983) , 5634 Friedel pairs Flack parameter: 0.461 (7) Table 1 Hydrogen-bond geometry (Å , ).
Cg1, Cg2, Cg3, Cg4, Cg5, Cg6 and Cg7 are the centroids of the C25B-C30B, C19B-C24B, C7B-C12B, C31A-C36A, C1A-C6A, C31B-C36B and C13B-C18B benzene rings, respectively. 
Special details
Experimental. The crystal was placed in the cold stream of an Oxford Cryosystems Cobra open-flow nitrogen cryostat (Cosier & Glazer, 1986) operating at 100.0 (1) K.
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 121.6 (4) C1B-C6B-C56B 116.5 (4) C4A-C5A-H5A 119.2 C1B-C6B-C7B 122.0 (4) C6A-C5A-H5A 119.2 C56B-C6B-C7B 121.5 (4) C1A-C6A-C5A 117.5 (4) C8B-C7B-C12B 118.0 (4) C1A-C6A-C7A 121.8 (4) C8B-C7B-C6B 121.3 (4) C5A-C6A-C7A 120.7 (4) C12B-C7B-C6B 120.6 (4) C8A-C7A-C12A 116.6 (4) C7B-C8B-C9B 120.9 (5) C8A-C7A-C6A 121.9 (4) C7B-C8B-H8BA 119.6 C12A-C7A-C6A 121.4 (4) C9B-C8B-H8BA 119.6 C9A-C8A-C7A 122.0 (4) C10B-C9B-C8B 120.2 (6) C9A-C8A-H8A 119.0 C10B-C9B-H9BA 119.9 C7A-C8A-H8A 119.0 C8B-C9B-H9BA 119.9 C8A-C9A-C10A 120.0 (4) C9B-C10B-C11B 119.8 (5) C8A-C9A-H9A 120.0 C9B-C10B-H10B 120.1 C10A-C9A-H9A 120.0 C11B-C10B-H10B 120.1 C11A-C10A-C9A 118.8 (5) C10B-C11B-C12B 120.0 (5) C11A-C10A-H10A 120.6 C10B-C11B-H11B 120.0 C9A-C10A-H10A 120.6 C12B-C11B-H11B 120.0 C12A-C11A-C10A 121.5 (5) C11B-C12B-C7B 121. 122.4 (4) C24B-C19B-C18B 120.9 (4) C13A-C18A-C19A 120.3 (4) C20B-C19B-C18B 121.7 (4) C20A-C19A-C24A 117.7 (4) C21B-C20B-C19B 121.0 (4) C20A-C19A-C18A 120.7 (4) C21B-C20B-H20B 119.5 C24A-C19A-C18A 121.6 (4) C19B-C20B-H20B 119.5 C19A-C20A-C21A 120.4 (5) C20B-C21B-C22B 120.0 (5) C19A-C20A-H20A 119.8 C20B-C21B-H21B 120.0 C21A-C20A-H20A 119.8 C22B-C21B-H21B 120.0 C22A-C21A-C20A 120.4 (5) C23B-C22B-C21B 120.2 (5) C22A-C21A-H21A 119.8 C23B-C22B-H22B 119.9 C20A-C21A-H21A 119.8 C21B-C22B-H22B 119.9 C23A-C22A-C21A 119.4 (5) C22B-C23B-C24B 119.5 (4) C23A-C22A-H22A 120.3 C22B-C23B-H23B 120.2 C21A-C22A-H22A 120.3 C24B-C23B-H23B 120.2 C22A-C23A-C24A 120.5 (5) C19B-C24B-C23B 121.8 (4) C22A-C23A-H23A 119.8 C19B-C24B-H24B 119.1 C24A-C23A-H23A 119.8 C23B-C24B-H24B 119.1 C23A-C24A-C19A 121.6 (4) C26B-C25B-C30B 121.4 (4) C23A-C24A-H24A 119.2 C26B-C25B-H25B 119.3 C19A-C24A-H24A 119.2 C30B-C25B-H25B 119.3 C26A-C25A-C30A 121.4 (4) C25B-C26B-C27B 119.7 (4) C26A-C25A-H25A 119.3 C25B-C26B-H26B 120.1 C30A-C25A-H25A 119.3 C27B-C26B-H26B 120.1 C25A-C26A-C27A 122.1 (4) C28B-C27B-C26B 118.9 (4) C25A-C26A-H26A 118.9 C28B-C27B-As1B 116.9 (3) C27A-C26A-H26A 118.9 C26B-C27B-As1B 123.7 (3) C26A-C27A-C28A 116.2 (4) C29B-C28B-C27B 120.7 (4) C26A-C27A-As1A 115.7 (4) C29B-C28B-H28B 119.6 C28A-C27A-As1A 127.9 (3) C27B-C28B-H28B 119.6 C29A-C28A-C27A 122.1 (4) C28B-C29B-C30B 120.9 (4) C29A-C28A-H28A 118.9 C28B-C29B-H29B 119.5 C27A-C28A-H28A 118.9 C30B-C29B-H29B 119.5 C28A-C29A-C30A 121.3 (4) C29B-C30B-C25B 118.3 (4) C28A-C29A-H29A 119.3 C29B-C30B-C31B 120.0 (4) C30A-C29A-H29A 119.3 C25B-C30B-C31B 121.7 (4) C25A-C30A-C29A 116.6 (4) C32B-C31B-C36B 117.1 (4) C25A-C30A-C31A 121.5 (4) C32B-C31B-C30B 121.7 (4) C29A-C30A-C31A 121.8 (4) C36B-C31B-C30B 121.1 (4)
sup-13
Hydrogen-bond geometry (Å, °) Cg1, Cg2, Cg3, Cg4, Cg5, Cg6 and Cg7 are the centroids of the C25B-C30B, C19B-C24B, C7B-C12B, C31A-C36A, C1A-C6A, C31B-C36B and C13B-C18B benzene rings, respectively. 
